Table S1. Statistics of RNA tertiary motifs in the non-redundant dataset. The seven tertiary motifs are denoted as coaxial, A-minor, RZ (ribose zipper), pseudo (pseudoknot), L-L R (loop-loop receptor), D:T-loop (tRNA D-loop:T-loop), and kissing (kissing hairpin).
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1EFW 0 4 0 0 0 0 2 0

1EHZ 0 2 0 0 0 0 1 0

1ET4 0 5 5 2 5 0 0 0

1F27 0 1 1 0 1 0 0 0

1F7Y 1 1 0 0 0 0 0 0

1FEU 0 2 0 2 0 0 0 0

1G1X 4 2 0 0 0 0 0 0

1HQ1 0 1 0 0 0 0 0 0

1HR2 0 6 8 4 2 2 0 0

1JZV 0 2 2 0 0 0 0 0

1KH6 0 2 0 0 0 0 0 0

1KXK 0 1 0 0 0 0 0 0

1L2X 0 1 1 0 1 0 0 0

1L9A 0 2 1 1 0 0 0 0

1LNG 0 2 1 0 0 0 0 0

1M5O 0 4 2 2 0 0 0 0

1MHK 0 1 1 0 0 0 0 0

1MJI 0 2 0 0 0 0 0 0

1MMS 0 3 2 2 0 0 0 0

1MZP 1 1 1 0 0 0 0 0

1N78 0 4 0 2 0 0 2 0

1NTB 1 1 0 0 0 0 0 0

1NUJ 0 4 0 0 0 0 0 0

1NYI 1 1 0 0 0 0 0 0

1Q9A 0 1 0 0 0 0 0 0

1R3E 0 1 0 0 0 0 0 0

1SER 1 2 0 0 1 0 0 0

1SJ3 0 2 2 1 3 0 0 0

1T0E 0 1 0 0 0 0 0 0

1U0B 0 2 0 0 0 0 1 0

1U9S 0 4 3 3 0 0 0 0

1VQO 46 50 116 49 8 6 0 3

1XJR 1 1 0 0 0 0 0 0

1ZCI 0 2 0 0 0 0 0 2

1ZEV 0 2 0 0 0 0 0 0

1ZFV 0 2 2 1 0 0 0 0

2ET5 0 1 0 0 0 0 0 0

2FK6 1 1 0 0 0 0 0 0

2G9C 1 2 0 0 4 0 0 0

2GCV 3 2 6 4 2 1 0 0

2GDI 1 6 4 2 0 2 0 1

2GIS 0 3 2 1 1 0 0 0

2HW8 2 0 1 0 0 0 0 0

2IPY 0 1 0 0 0 0 0 0

2J00 12 30 53 20 4 5 0 0

2NOK 2 2 0 0 0 0 0 0

2NZ4 16 8 11 23 8 0 0 0

2OE5 1 1 1 0 0 0 0 0

2OEU 0 2 0 0 0 0 0 0

2OIU 0 4 3 2 0 0 0 0

2OZB 2 2 0 0 0 0 0 0

397D 0 1 0 0 0 0 0 0

430D 0 1 0 0 0 0 0 0

TRNA05 0 2 0 0 0 0 1 0

Total 97 194 229 121 40 16 7 6


Table S2. A-minor motif templates for four types. Each template shows the structure source (PDB ID) and three nucleotides (name and sequence number) that form an A-minor motif.

	A-minor type I
	
	A-minor type II

	PDB ID
	Chain:name and number
	
	PDB ID
	Chain:name and number

	1FFK
	0:A521
	0:G1364
	0:C637
	
	1FFK
	0:A520
	0:G1363
	0:C638

	1F27
	B:A23
	A:C4
	A:G19
	
	1GID
	A:A183
	A:C211
	A:G110

	1VQO
	0:A1007
	0:A2311
	0:U2297
	
	1JJ2
	0:A1930
	0:A2266
	0:U2127

	1NJP
	0:A2413
	0:U2222
	0:A2060
	
	1VQO
	0:A1458
	0:U862
	0:A784

	
	
	
	
	
	
	
	
	

	A-minor type III
	
	A-minor type 0

	PDB ID
	Chain:name and number
	
	PDB ID
	Chain:name and number

	2J00
	A:A1322
	A:G947
	A:C1234
	
	2A64
	A:A287
	A:G272
	A:C260

	1FFK
	0:A519
	0:A639
	0:U1362
	
	1VQO
	0:A1476
	0:C1862
	0:G1867

	
	
	
	
	
	1FFK
	9:A104
	0:A957
	0:U1009

	
	
	
	
	
	1K8A
	A:A1485
	A:A861
	A:U785


Table S3. Ribose zipper templates for three types. Each template shows the structure source (PDB ID) and four nucleotides (name and sequence number) that form a ribose zipper.

	PDB ID
	Ribose Zipper
	Chain:name and number

	1VQO
	Canonical
	0:A160
	0:A161
	0:C769
	0:C770

	1J5E
	Cis
	A:G112
	A:G113
	A:A353
	A:G354

	1JJ2
	Reverse single
	0:U1062
	0:G1063
	0:U2306
	0:A2307


Table S4. Tetraloop-tetraloop receptor templates for four types. Each template shows the structure source (PDB ID) and four nucleotides (name and sequence number) that form a tetraloop-tetraloop receptor.

	PDB ID
	Chain:name and number

	1GID
	A:G150-A153
	A:C223-A226
	A:A248, G250

	1U6B
	B:G24-A27
	B:C147-A150
	B:A161-G163

	1X8W
	A:G150-A153
	A:C222-G227
	A:U247-G251

	1Y0Q
	A:G22-A25
	A:A176-G179
	A:C169-U172


10

_1281434454.xls
Sheet1

		PDB/NDB		Helix		Coaxial		A-minor		RZ		Pseudo		L-LR		D;T-loop		Kissing

		1EFW		0		4		0		0		0		0		2		0

		1EHZ		0		2		0		0		0		0		1		0

		1ET4		0		5		5		2		5		0		0		0

		1F27		0		1		1		0		1		0		0		0

		1F7Y		1		1		0		0		0		0		0		0

		1FEU		0		2		0		2		0		0		0		0

		1G1X		4		2		0		0		0		0		0		0

		1HQ1		0		1		0		0		0		0		0		0

		1HR2		0		6		8		4		2		2		0		0

		1JZV		0		2		2		0		0		0		0		0

		1KH6		0		2		0		0		0		0		0		0

		1KXK		0		1		0		0		0		0		0		0

		1L2X		0		1		1		0		1		0		0		0

		1L9A		0		2		1		1		0		0		0		0

		1LNG		0		2		1		0		0		0		0		0

		1M5O		0		4		2		2		0		0		0		0

		1MHK		0		1		1		0		0		0		0		0

		1MJI		0		2		0		0		0		0		0		0

		1MMS		0		3		2		2		0		0		0		0

		1MZP		1		1		1		0		0		0		0		0

		1N78		0		4		0		2		0		0		2		0

		1NTB		1		1		0		0		0		0		0		0

		1NUJ		0		4		0		0		0		0		0		0

		1NYI		1		1		0		0		0		0		0		0

		1Q9A		0		1		0		0		0		0		0		0

		1R3E		0		1		0		0		0		0		0		0

		1SER		1		2		0		0		1		0		0		0

		1SJ3		0		2		2		1		3		0		0		0

		1T0E		0		1		0		0		0		0		0		0

		1U0B		0		2		0		0		0		0		1		0

		1U9S		0		4		3		3		0		0		0		0

		1VQO		46		50		116		49		8		6		0		3

		1XJR		1		1		0		0		0		0		0		0

		1ZCI		0		2		0		0		0		0		0		2

		1ZEV		0		2		0		0		0		0		0		0

		1ZFV		0		2		2		1		0		0		0		0

		2ET5		0		1		0		0		0		0		0		0

		2FK6		1		1		0		0		0		0		0		0

		2G9C		1		2		0		0		4		0		0		0

		2GCV		3		2		6		4		2		1		0		0

		2GDI		1		6		4		2		0		2		0		1

		2GIS		0		3		2		1		1		0		0		0

		2HW8		2		0		1		0		0		0		0		0

		2IPY		0		1		0		0		0		0		0		0

		2J00		12		30		53		20		4		5		0		0

		2NOK		2		2		0		0		0		0		0		0

		2NZ4		16		8		11		23		8		0		0		0

		2OE5		1		1		1		0		0		0		0		0

		2OEU		0		2		0		0		0		0		0		0

		2OIU		0		4		3		2		0		0		0		0

		2OZB		2		2		0		0		0		0		0		0

		397D		0		1		0		0		0		0		0		0

		430D		0		1		0		0		0		0		0		0

		TRNA05		0		2		0		0		0		0		1		0

		Total		97		194		229		121		40		16		7		6






